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S. cerevisiae, 4991 
Galactokinases 
S. cerevisiae GAL3, 3439 
-actin mRNA 
mouse, 2288 
Gapdh-I and Gapdh-2 
D. melanogaster, 5200 
Gastrin-releasing peptide precursor 
human, 3129 
GCN? protein kinase 
S. cerevisiae, 2132 
transcription-translation, 2132 
GCN3 
S. cerevisiae, 4808 
GCN4 
S. cerevisiae, 2132 
transcription-translation, 2132 
GCN4 mRNA 
S. cerevisiae, 3827 
translational control, 3827 
Gene amplification 
double minute chromosomes, 1525 
episomes, 1525 
inverted duplication formation, 4302 
Gene conversion 
S. cerevisiae, 2442 


interferons, 4289 
Germ line immunoglobulin 2b transcripts, 
1849 
GLI-Kruppel family of human genes, 3104 
Glioblastomas 
epidermal growth factor, 1816 
human, 1816 
B-Globin 
mouse erythroleukemic cells, 3122 
mRNA 
human, 3244 
stability determinants, 3244 
a-Globin gene 
B-like gene expression, 5047 
human, 5047 
B-Globin gene 
BFU-E cells, 1725 
DNA replication, 1301 
a-globin gene, 5047 
human, 5047 


tors, 3487 
Sgr 
human, 259 
259 
y-Fibrinogen 
Gene induction 
2-aminopurine, 4289 
dsRNA, 4289 
human, 4289 
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mouse erythroleukemia cells, 1725 
X. laevis, 1301 
B"-Globin gene 
chicken, 5369 
transcription termination, 5369 
B-Globin gene domain 
human, 4958 
replication, 4958 
y-Globin gene promoter 
human, 5310 
nuclear protein binding 
HPFH-associated point mutations, 
5310 
Globin genes 
human, 4917 
B-Globin intervening sequence 2 
mouse, 381 
tissue-specific DNA-binding proteins, 
381 
B-Globin pre-mRNA 
human, 4484 
intron 
donor site sequences, 4484 
a-Globin promoter-binding proteins, 4270 
mouse, 3215 
Glucagon expression 
pancreatic islet cells, 4877 
Glucocorticoid response elements 
mouse mammary tumor virus, 3872 
phosphoenolpyruvate carboxykinase 
gene, 96 


liver maturation, 203 
mouse, 3857 
rat, 203 
rat hepatoma cell variants, 1449 
tumor cell growth, 1449 
Glucose 
human, 393 
Glucose transport 
chicken, 138 
rat, 138 
src, 138 
Glutamine synthetase 
mouse, 4966 
Glyceraldehyde-3-phosphate dehydroge- 
nase genes 
D. melanogaster, 5200 
Glycolipid anchors + 
Thy-1~ mutant thymoma cells, 674 
Glycoprotein 
mouse brain, 2655 
myelin-associated, 2655 
Glycoprotein CD4 
mouse, 2224 
Glycoprotein hormone alpha-subunit gene 
human, 5470 
mouse, 5470 
Glycoprotein transport 
mouse, 833 
Gmhsp26-A 
soybean, 1113 
Granulocyte-macrophage colony-stimu- 
lating factor 
activation 
human T-cell leukemia virus type I- 
encoded p40* protein, 5581 
T-cell activation signals, 5581 
mouse, 5581 


Grant’ ~cyte-macrophage colony-stimu- 
lating factor promoter region 
human, 1979 
Group II intron domain 5 
trans-splicing reaction, 2361 
Growth factors 


human, 2011 

pre-mRNA, 2011 
GRP78 

A2318, 4579 

CHO cells, 4063 

hamster, 4250 

human, 4579 


GTP hydrolysis 

ras (mutated) proteins, 2472 
Guanine nucleotide exchange 

RAS (mutated) proteins, 2472 
Gus-s* allele 

mouse f-glucuronidase gene, 1160 


HI histone gene-specific factor 
binding 
HI gene transcription, 4576 
chicken, 4576 
HeLa, 4576 
H19 gene 
mouse, 4707 
regulatory domains, 4707 
Hamster 
GRP78, 4250 
immunoglobulin heavy-chain-binding 
protein, 4250 
insulin gene transcription control region, 
2620 


HAP2 
S. cerevisiae COX5a and COX5b, 4537 
HAP3 
S. cerevisiae, 655 
Heat shock 
D. discoideum, 153 
D. melanogaster, 91, 3550 
heat shock, 3837 
human, 393 
protection 
D. melanogaster cold stress, 3550 
ribosome synthesis, 91 
S. cerevisiae, 5555 
T. brucei, 3837 
Heat shock element-binding activity 
HSP70, 4736 
human, 4736 
Heat shock factor 
binding to DNA, 5040 
S. cerevisiae, 5040 
Heat shock protein 
changes in structure and locale, 5059 
E. coli, 1206 
HeLa cells, 5059 
mouse plasmacytoma 
theromoresistance, 5486 
mouse spermatogenic cells, 3260 
p53 complexes, 1206 
rat, 1206 
thermoresistance, 5486 
Heat shock regulatory elements 
D. melanogaster, 3761 
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Heavy-chain enhancer 
mouse, 145 
HeLa cells 
adenovirus infected, 1534 
EIA expression, 4799 
enzyme fraction that cleaves DNA at 
poly(G) sequences, 2513 
H1 histone gene-specific factor 
binding, 4576 
IVa2 promoters 
footprinting, 1534 
iow-molecular-weight heat shock pro- 
tein, 5059 
major late promoters 
footprinting, 1534 
pOTC mutants 
mitochondrial import, 5150 
pre-mRNA primary structure, 2884 
ribonucleoprotein, 2884 
TATA box transcription factor activa- 
tion by E1A, 1765 
Hematopoietic growth factors 
mouse, 2214 
tyrosine phosphorylation of proteins, 
2214 
Hematopoietic stem cells 
mouse stromal cell lines, 3864 
retrovirus vectors encoding SV40 large 
T antigen, 3864 
Heme 
S. cerevisiae COX5a and COX5b, 4537 
Hepatic trans-acting factors 
alpha-1-antitrypsin gene transcription, 
4362 
human, 4362 
Hepatitis B virus 
enhancer and core promoter domains 
protein-binding sites, 5159 
S promoter regulation, 2449 
Hepatocytes 
mouse, 3338 
tissue-specific gene expression, 3338 
Hepatocyte-stimulating factor 
rat a,-acid glycoprotein gene, 42 
Hepatoma-specific nuclear factor 
albumin genes, 5179 
a-fetoprotein genes, 5179 
human, 5179 
Herpes simplex virus 
DNA replication 
rabbit skin cells, 3272 
Vero monkey cells, 3272 
DNA replication origin, 4018 
human hypoxanthine-guanine phosphori- 
bosyltransferase gene transferred 
into neuronal cells, 457 
hypomethylation of DNA synthesis, 
1443 


rat, 1443 
tk expression 
mouse, 1336 
satellite DNA, 1336 
Heterogeneous nuclear ribonucleoprotein 
complexes 
C proteins bind polyadenylation sub- 
strates, 4477 
Heterogeneous nuclear ribonucleoprotein 
particles 
proteins, 2237 
High-mobility-group-like DNA-binding pro- 
tein 
rRNA synthesis, 3406 


* * 
mouse, 2140 ‘ae 

Growth hormone 
4 
immunoglobulin heavy-chain-binding 
protein, 4250 

protein secretion, 4063 ie 
rat, 4579 
‘Sr 
rat, 96 

transcription, 3872 

Glucocorticoids 

amylase mRNA regulation, 3857 as 
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his3 recombinational substrates 
chromosome rearrangements, 4370 
S. cerevisiae, 4370 
HIS4 
S. cerevisiae, 2955, 2964 
Histocompatibility complex class I gene 
mouse B16 melanoma rejection, 1857 
Histone gene promoters 
X. laevis, 3676 
Histone gene switching 
mouse, 4406 
Histone genes 
CHO cells, 1887 
differential expression, 1887 
sea urchin, 1236 
X. laevis oocytes, 1236 
Histone HS genes 
avian cells, 1657 
replication polarities, 1657 
Histone pre-mRNA processing 
mouse, 1518 
U7 small nuclear RNA, 1518 
Histone RNA 
S. cerevisiae, 945 
HL60 cells 
anti-myc oligomer, 963 
differertiation, 963 
human, 963 
c-myc, 867 
HLA class II genes 
transcription in absence of B-cell-specifi- 
c octamer-binding factor, 3734 
HMGI-like protein 
S. cerevisiae ACP2 gene, 1282 
HO endonuclease 
chromosomal breaks, 3918 
S. cerevisiae, 3918 
Holliday intermediates 
FLP protein-promoted site-specific re- 
combination, 3784 
HPFH-associated point mutations 
y-globin gene promoter 
nuclear protein biiding, 5310 
human, 5310 
H-region amplification 
L. major, 5188 
L. tarentolae, 5188 
hsp58 
S. cerevisiae, 371 
T. thermophila, 371 
X. laevis, 371 
Z. mays, 371 
hsp68 
mouse plasmacytoma, 5486 
thermoresistance, 5486 
HSP70 
heat shock element-binding activity, 
4736 


human, 4736 
mouse, 2925 
mouse erythroleukemic cell differentia- 
tion, 2219 
S. cerevisiae transcription mutants, 3423 
transcription rates, 4736 
hTMa 
human, 433 
Human 
4F2HC gene, 3809, 3820 
cells, 1345 
B-actin enhancer, 267 
‘y-actin gene, 1775 
a-actin gene transcription 
trans-acting factor, 4120 


a-actin promoter, 4110 
actin synthesis, 1790 
adeno-associated virus, 2513 
adenocarcinoma MKN-7 cells 
c-erbB-2 gene product, 1019 
adenosine deaminase expressed in 
mouse cells, 5116 
4y nondeletion hereditary persistence of 
fetal hemoglobin, 713 
albumin genes 
hepatoma-specific nuclear factor, 5179 
alpha-1-antitrypsin gene transcription, 
4362 
al(I) collagen gene 
transcriptional control, 4851 
alphoid DNA transfected into Chinese 
hamster genomes, 3611 
amylase gene evolution, 1197 
apoAl gene 
cis-acting regulatory elements, 605 
apo-B gene 
chromatin structure, 71 
basic fibroblast growth factor cDNA, 
588 


BCR/ABL 
lymphoid and myeloid culture trans- 
formation, 4079 
cachectin/tumor necrosis factor 
lipoprotein lipase gene expression in 
mouse adipocytes, 2394 
calcium-binding protein gene expression, 
2402 


cardiac actin gene 
mouse embryonal carcinoma cells, 406 
cDNA 
colony-stimulating factor 1 precursors, 
5026 


cDNA expression, 2837 

chorionic gonadotropin B subunit gene 
cluster, 5100 

chromosome 17, 722 

chromosome instability and alphoid 
DNA, 3611 

class III transcription factors, 3017 

colony-stimulating factor 1 precursors, 
5026 

CSF-1 regulation, 3951 

cytoskeletal actin genes, 1790 

DNA adduct removal, 3964 

DNA polymerase a, 5016 

DNA repair, 5331 

downstream exon, 860 

EIA expression, 4799 

enzyme fraction that cleaves DNA at 
poly(G) sequences, 2513 

epidermal growth factor, 1816 

epidermal growth factor receptor, 25, 
1345, 5477 

epidermal growth factor receptor gene, 
4561 

epidermal growth factor receptor pro- 
moter S1 nuclease sensitivity, 4174 

Epstein-Barr virus shuttle vector, 2837 

ERCC2, 1137 

erythroleukemia cells, 4917 

ets-2 protein stabilization, 4700 

fetal globin gene mutation in “y nondele- 
tion hereditary persistence of fetal 
hemoglobin, 713 

a-fetoprotein genes 

hepatoma-specific nuclear factor, 5179 
FGF-5 oncogene, 3487 
fer proto-oncogene product p55°%", 259 
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fibroblast tropomyosin isoform 3, 160 
““finger’’-containing gene encoded by 5’ 
half of the ret transforming gene, 
1853 
c-fos 
monocytes, 340 
c-fos mRNA stability and transforma- 
tion, 5521 
fos protein, 2251 
c-fos RNA, 3244 
c-fps/fes gene product expressed in rat 
fibroblasts, 578 
gastric carcinoma tyrosine kinase, 3510 
gastrin-releasing peptide precursor, 3129 
gene induction 
2-aminopurine, 4289 
dsRNA, 4289 
interferons, 4289 
GLI-Kruppel family of genes, 3104 
glioblastomas 
epidermal growth factor, 1816 
B-globin gene, 5047 
BFU-E cells, 1725 
mouse erythrosukemia cells, 1725 
B-globin gene domain 
coordinate replication, 4958 
a-globin gene inhibits B-like gene 
expression, 5047 
y-globin gene promoter 
nuclear protein binding, 5310 
globin genes, 4917 
B-globin mRNA, 3244 
B-globin pre-mRNA 
donor site sequences inserted in in- 
tron, 4484 
glucogon expression, 4877 
glucose-responsive cells, 393 
glycoprotein hormone alpha-subunit 
gene in mice, 5470 
granulocyte-macrophage colony-stimu- 
lating factor promoter region, 1979 
growth hormone, 2011 
GRP78, 393 
GRP78 transcription, 4579 
heat shock, 393 
heat shock element-binding activity, 
4736 
heat shock protein, 5059 
HeLa cell enzyme fraction 
DNA cleavage, 2513 
hepatic trans-acting factors, 4362 
hepatocellular carcinoma-derived cell 
lines, 25 
hepatoma-specific nuclear factor 
albumin genes, 5179 
a-fetoprotein genes, 5179 
HL60 cells 
anti-myc oligomer, 963 
c-myc, 867 
HLA class II genes 
transcription, 3734 
HSP70, 393 
HSP70 transcription rates, 4736 
hTMa expression, 433 
3-hydroxy-3-methylglutaryl coenzyme A 
reductase, 3797 
hypoxanthine-guanine phosphoribosyl- 
transferase gene, 457 
immunoglobulin « gene, 511 
initiation factor eIF-2 
mutant form, 993 
interleukin 2 


antigen receptor response elements, 
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1715 
interleukin-la 
lipoprotein lipase gene expression in 
mouse adipocytes, 2394 
« gene, 511 
keratin 18 gene 
mouse, 1540 
keratin genes, 722 
keratin K5, 486 
keratinocytes 
gene families, 2195 
protein, 2204 
low-molecular-weight heat shock pro- 
tein, 5059 
macrophage colony-stimulating factor in 
mouse cells, 5035 
metallothionein genes 
DNA repair, 5331 
microfilament protein composition, 1790 
mitochondrial transcription factor 1, 
3496 
mitochondrial transcription termination, 
4502 
monocytes 
c-fos, 340 
c-myb, 1677 
N-myc amplification units, 522 
c-myc, 124, 4389 
polyomavirus middle-T-antigen gene, 
2261 
rat, 2261 
L-myc, 186 
c-myc protein 
nuciear translocation signal, 4048 
L-myc proteins, 4381 
c-myc RNA 
poly(A) loss and degradation, 1697 
myeloid differentiation, 2402 
myeloid leukemic blast stem cells, 974 
neo, 974 
nerve grc'vth factor receptor gene, 3160 
nerve growth factor receptors in X. 
laevis oocytes, 2242 
neuroblastoma cell differentiation 
DNA adduct removal, 3964 
neuroblastoma celis, 522 
i-nitrosopyrene adducts, 3364 
ornithine transcarbamylase expressed in 
mouse testes, 1821 
ornithine transcarbamylase precursors 
mitochondrial import, 5150 
processing, 5150 
ost nesis, 2251 
p92°"**, 578 
p145 protein, 3510 
phosphoglycerate kinase gene, 4692 
pim-| gene product, 1498 
plasma cell myeloma 
c-myc, 124 
plastin, 4659 
platelet-derived growth factor 
A-chain cDNA, 571 
gene, 571 
platelet-derived growth factor 2, 2089 
platelet-derived growth factor homodi- 
mers, 2753 
platelet-derived growth factor receptor, 
3476 


polyomavirus BK enhancer, 3448 
pOTC mutants 

mitochondrial import, 5150 
pre-mRNA, 2011 
pre-mRNA splicing, 860, 4484 


phosphotyrosyl phosphatase, 


protein kinase C, 4700 
ras proteins (mutated) 
GTP hydrolysis, 2472 
guanine nucleotide exchange, 2472 
transforming potential, 2472 
retinoblastoma tumors 
RBI gene, 2082 
retinoic acid-induced differentiation, 
1677 
retrovirus, 974 
RNA polymerase II 
transcription elongation factor SII, 
3136 


c-sis overexpression and anchorage inde- 
pendence, 2089 
SRa promoter, 466 
T-cell leukemia virus type I-encoded 
p40* protein 
mouse granulocyte-macrophage colo- 
ny-stimulating factor gene, 5581 
teratocarcinoma cells 
unit-length Line-1 transcripts, 1385 
thrombomodulin gene, 5588 
thymidine kinase gene, 1551 
T-lymphocyte activation, 3809, 3820 
transforming growth factor alpha pro- 
moter, 5549 
triosephosphate isomerase mRNA degra- 
dation, 802 
tropomyosin isoform 3, 160 
tumor necrosis factor, 2295, 5588 
U2 small nuclear RNA 
adenovirus type 12 infection, 1863 
fragile site, 1863 
X-CGD expression, 2804 


Human immunodeficiency virus | and 2 


trans-activating element, 2555 


Human nerve growth factor receptors 


X. laevis oocytes, 2242 


3-Hydroxy-3-methylglutaryl coenzyme A 


reductase 
D. melanogaster, 2713 
human, 3797 
S. cerevisiae, 3797 


Hypermethylation 


T. thermophila, 1664 


Hypoxanthine-guanine phosphoribosyl- 


transferase 
HSV-mediated gene transfer into neuro- 
nal cells, 457 
human, 457 


Immunoglobulin 


heavy-chain enhancer 
B-cell specificity, 988 


Immunoglobulin A degradation 


a heavy-chain glycosylation, 4197 
mouse, 4197 


Immunoglobulin H 


gene expression, 1932 
mouse, 1932 


Immunoglobulin heavy-chain-binding pro- 


tein 
GRP78, 4250 
hamster, 4250 


Immunoglobulin « genes 


human B lymphocytes, 511 
mouse, 4041 


Influenza B virus NB 


polylactosaminoglycan modification, 
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1186 
Initiation factor elF-2 
human, 993 
mutant form, 993 
Inositol 
phosphatidylglycerolphosphate synthase 
expression, 4773 
S. cerevisiae, 4773 
Insertion element RIBm 
B. mori, 114 
non-long-terminal repeat retrotranspo- 
son, 114 
Insulin II gene 
COUP transcription factor, 2070 
rat, 2070 
Insulin gene 
hamster, 2620 
transcription control region binding, 
2620 
Insulin receptor 
D. melanogaster, 1638 
Integral membrane proteins 
actin microfilaments, 564 
chicken, 564 
integrin B-chain, 564 
P. falciparum, 1709 
peptide sequence transport to cell sur- 
face, 1709 
respiratory syncytial virus glycoprotein 
G, 1709 
Integrin B-chain 
actin microfilaments, 564 
chicken, 564 
membrane protein antigen, 564 
Interferon 
mouse, 3065 
Mx promoter, 3065 
c-myc, 2828 
a-Interferon 
SV40 T antigen, 3397 
type I 
trans activation of promoters by SV40 
T antigen, 3397 
B, Interferon 
a,-acid glycoprotein gene, 42 
rat, 42 
Interleukin 
mouse, 2214 
tyrosine phosphorylation of proteins, 
2214 
Interleukin | 
a,-acid glycoprotein gene, 42 
rat, 42 
Interleukin 2 
antigen receptor response elements, 1715 
CHO cells, 3357 
human, 1715 
O-linked carbohydrate-deficient recep- 
tors 
missorting, 3357 
Interleukin 6 
B-cell stimulatory factor 2, 3546 
PC12 cells 
neuronal differentiation, 3546 
Interleukin-la 
lipoprotein lipase gene, 2394 
Intracisternal A-particle genes 
long terminal repeats, 1093 
mouse, 1093 
Intron 5 
cob gene 
S. cerevisiae, 2562 
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Intron-dependent and -independent gene 
expression 
rabbit, 4395 
Inverted duplication formation, 4302 
Iso-1-cytochrome c gene 
S. cerevisiae, 1045 
IVa2 promoters 
adenovirus-infected HeLa cells, 1534 
footprinting, 1534 


Japanese quail 
myogenesis, 4134 
troponin complex gene expression, 4134 


k gene 
human B lymphocytes, 511 
« immunoglobulin genes 
enhancer activity, 930 
hypomethylation, 930 
mouse, 930 
«-Immunoglobulin precursor mRNA 
splice site selection, 2610 
Karyoskeletal protein-enriched fractions 
from Saccharomyces cerevisiae 
thermal stabilization, 4573 
Keratin 18 gene 
human, 1540 
mouse, 1540 
Keratin genes 
human chromosome 17, 722 
Keratin K5 
human epidermal cells, 486 
Keratinocytes 
calcium signal for terminal differentia- 
tion, 557 
epidermal growth factor, 557 
gene families, 2195 
human, 2195, 2204 
mouse, 557 
protein, 2204 
Keratoacanthomas 
animal models, 786 
humans, 786 
H-ras, 786 
K-FGF, 2933 
c-kit 
cat, 4896 
Kluyveromyces lactis 
DNA-binding domain of a regulatory 
protein, 3726 


L2 ribosomal protein genes 
gene disruptions, 4792 
S. cerevisiae, 4792 
protein 
DNA-binding domain, 3726 
K. lactis, 3726 
Large T antigen 
adipocyte differentiation, 1380 
mouse, 1308 
SV40, 1380 
Late histone subtype H1-B gene 
S. purpuratus, 1842 
Ick 
mouse, 3058 
Leishmania enriettii 
ribonucleoprotein complexes, 2597 
trans splicing, 2597 
Leishmania tarentolae 
H-region amplification, 5188 
Lens cells 
chicken embryo, 1414 


differentiation, 1414 
junction formation, 1414 
1414 
LEU3 
branched-chain amino acid biosynthesis, 
2690 
multiple gene activation, 2690 
S. cerevisiae, 2690 
Lewis lung carcinoma cells 
tropomyosin isoform, 3934 
L-factor DNA as a plasmid 
mouse F9 cells, 2097 
Line-1 
unit-length transcripts in human terato- 
carcinoma cells, 1385 
LINES ONE sequences 
M. caroli and M. domesticus B-globin 
loci, 4669 
movement, 4669 
Lipoprotein lipase gene 
human cachectin/tumor necrosis factor, 
2394 
human interleukin-la, 2394 
mouse, 2394 
Liposomes 
1896 
Liver maturation 
glucocorticoids, 203 
rat, 203 
Long terminal repeats 
DNA binding, 5232 
intracisternal A-particle genes, 1093 
mouse, 1093 
mouse mammary tumor virus, 473 
reticuloendotheliosis virus, 5232 
transcriptional elements, 5232 
Loop I of small nuclear RNA 
protein binding, 4787 
Ly-5 
mouse, 4889 
Lymphoid specificity 
v-abl tyrosine kinase region, 234 
v-sre tyrosine kinase region, 234 
Lysine 7 
myristylation, 2435 
Lytechinus pictus 
tubulin mRNA, 3518 


M, virus 
mak suppression by L-A dsRNA vari- 
ant, 938 
S. cerevisiae, 938 
Macrophage colony-stimulating factor 
human, 5035 
mouse, 5035 
Madin-Darby canine kidney cells 
632 
Major excreted protein 
mouse, 3316 
Major histocompatibility complex 
mouse 
mutants, 4342 
Major histocompatibility complex class II 
gene 
B lymphocytes, 3975 
protein binding, 2034 
rabbit, 2034 
Major late promoters 
adenovirus-infected HeLa cells. 1534 
footprinting, 1534 
SV40, 2021 
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Major urinary protein expression 
mouse, 2705 
mak 
M, virus, 938 
S. cerevisiae, 938 
suppression by L-A dsRNA variant, 938 
MAL63 
S. cerevisiae, 1027 
MAL64-C 
S. cerevisiae, 1027 
Malarial merozoite 
surface antigen 
third form, 2664 
Malic enzyme gene promoter 
rat, 3542 
Maltose fermentative enzymes 
S. cerevisiae, 1027 
Mammalian cells 
nerve growth factor, 2456 
RNA duplex unwindase, 770 
Mating factor signaling pathway 
GPAI, 3777 
S. cerevisiae, 3777 


a subunit gene, 2484 

S. cerevisiae, 2484 
Mating type switching 

physical monitoring, 2342 

S. cerevisiae, 2342 
Mating-factor signaling pathway 

S. cerevisiae, 5410 

SGP2, 5410 
Matrix attachment regions 

Chinese hamster ovary cells, 5398 

dihydrofolate reductase domain, 5398 
mdr gene family 

mouse, 2770 
Meiotic recombination 

S. cerevisiae 

dispersed repeats, 2942 

Membrane 

actin microfilaments, 564 

chicken, 564 

integrin B-chain, 564 

protein antigen, 564 
Membrane protein gene 

cold shock, 153 

D. discoideum, 153 

heat shock, 153 
Membrane translocation 

a-factor, 1915 

S. cerevisiae, 1915 
Merozoite surface antigens 

P. falciparum, 2664 
Metallothionein B gene 

rainbow trout, 4469 
Metallothionein genes 

ACEI, 2745 

DNA repair, 5331 

human, 5331 

S. cerevisiae, 2745 
Metallothionein I 

Chinese hamster cells, 4716 
Metallothionein II 

Chinese hamster cells, 4716 
Metastasis 

mouse, 2078 

p53, 2078 
Methotrexate resistance 

CHO cells, 2822 

cycloheximide, 2822 


STE genes, 3777 
Mating pheromone signaling 
G protein 
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Methylated transforming DNA 
E. coli, 2211 
N. crassa, 2211 
7-Methylguanosine 
mRNA cap, 494 
T. brucei, 494 
Middle-T antigen 
polyomavirus, 1736 
pp60°°”* carboxy terminus, 1736 
Middle-T-antigen gene 
human c-myc oncogene, 2261 
polyomavirus, 2261 
rat, 2261 
Milk protein gene expression 
cell substratum regulation, 3183 
hormonal regulation, 3183 
mammary epithelial celis, 3183 


cellular mutant refractory to transforma- 
tion, 2419 

v-fms, 176 

tyrosine phosphorylation, 176 
Mitochondria 

human ornithine transcarbamylase pre- 

cursors, 5150 

Mitochondrial DNA 

Ogura radish, 1474 

T. malaccensis, 4450 

telomeric repeats 

muitimodal distribution, 4450 

X. laevis, 2917 
Mitochondrial homolog 

E. coli groEL-encoded protein, 371 
Mitochondrial RNA polymerase 

transcription, 2910 

X. laevis, 2910 
Mitochondrial transcription factor 1 

human, 3496 

human, 4502 

tridecamer DNA sequence, 4502 
Mitogenic blocks 

epidermal growth factor, 2302 

tumor promoter phorbol ester, 2302 
Mitomycin C 

monkey cells, 3943 


DNA breakage, 3026 

DNA replication, 3272 

herpes simplex virus, 3272 

mitomycin C treatment, 3943 

p53-hsp72/73 (mutant) protein-protein 
complexes, 3740 

SV40, 3026 

SV40 oncoprotein, 5495 

SV40 origin binding protein, 903 

UV-damaged SV46 DNA replication, 
2428 


mos 
chicken homolog of proto-oncogene, 923 
v-mos 
CHO cells, 4685 
Mouse 
5’ sequences 


cycloheximide-dependent regulation, 
480 


serum-dependent regulation, 480 
c-abl mRNAs, 4547 
acetylcholine receptor 8- and y-subunit 
gene activation, 5257 


B-actin gene 
5’ sequences, 480 
adenosine deaminase, 5116 
adenovirus E1A-like activity, 3553 
adipocyte differentiation, 1380 
AKXD myeloid tumor 
Evi-1 integration site, 301 
al-antitrypsin gene enhancer, 1055 
a heavy-chain glycosylation, 4197 
amylase mRNA regulation, 3857 
amyloid A gene expression, 3710 
androgen-inducible sequences, 2117 
B16 melanoma rejection, 1857 
B lymphocyte stimulation 
anti-immunoglobulin antibody, 1371 
cytochalasin, 1371 
BALB/c 373 cells transformed with hu- 
man basic fibroblast growth factor 
cDNA, 588 
Ca?*-mobilizing system 
desensitization to serum growth fac- 
tors, 4212 
carcinogens, 196 
cardiac actin gene, 406 
cDNA, 5561 
cellular determination 
oncogenic transformation, 4322 
chloramphenicol, 3311 
chromosomal loci active in embryonal 
carcinoma stem cells, 3251 
cis effects of c-myc mRNA 5’ region, 
2875 


colony-stimulating factor 1 receptor 
tyrosine kinase activity, 1795 
cytoskeletal actin miRNA expression, 
3929 


cytoskeletal y-actin 
cDNA clones, 3929 
DNA-binding factors of B lymphoid 
ceils, 1812 
EJ-ras, 5052 
embryonal carcinoma cells, 406 
embryonal carcinoma stem cells, 3251 
enhancer-binding proteins in lympho- 
cytes, 1625 
epidermal growth factor, 497, 557, 2247 
ERA-! 
homeobox domain, 3906 
erbB-2, 5570 
erythroid differentiation, 5545 
erythroid progenitor cell differentiation, 
2604 


erythroleukemia cell differentiation, 
2219, 3311 
erythroleukemia cells 
globin-inducing trans-acting factors, 
130 


ietin, 2604 
Evi-1 integration site, 301 
a-fetoprotein gene enhancers, 1169 
fibroblast tropomyosin isoform 2, 5561 
fibroblasts that overexpress 
497 
c-fos, 5052 
G, progression, 3683 
gamma-actin mRNA, 2288 
B-globin intervening sequence 2 
tissue-specific DNA-binding proteins, 
381 
B-globin loci 
LINES ONE sequence movement, 
4669 


B-globin promoter, 3122 
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a-globin promoter-binding proteins, 3215 
glucocorticoid, 3857 
B-glucuronidase gene 

Gus-s* allele, 1160 
glutamine synthetase expression, 4966 
glycoprotein 

myelin-associated, 2655 
glycoprotein CD4, 2224 
glycoprotein transport, 833 
granulocyte-macrophage colony-stimu- 

lating factor gene 
human T-cell leukemia virus type i- 
encoded p40" protein, 5581 

T-cell activation signals, 5581 
growth factors, 2140 
H19 gene regulatory domains, 4707 
haploid-specific transcription, 1748 
heat shock proteins, 3260 
heavy-chain enhancer, 145 
hematopoietic growth factors, 2214 
hematopoietic stem cell proliferation, 

3864 


histocompatibility complex class I gene, 
1857 


histone gene switching, 4406 
histone pre-mRNA processing, 1518 
homology requirements for recombina- 
tion, 5350 
HSP70, 2219 
HSP70 gene family, 2925 
hsp70-like protein in spermatogenic 
cells, 828 
HSV tk gene expression 
satellite DNA, 1336 
human adenosine deaminase, 5116 
human basic fibroblast growth factor 
cDNA, 588 
human cardiac actin gene, 406 
human glycoprotein hormone alpha-sub- 
unit gene, 5470 
human keratin 18 gene, 1549 
human macrophage colony-stimulating 
factor, 5035 
human ornithine transcarbamylase, 1821 
immunoglobulin A degradation, 4197 
immunoglobulin H enhancer and pro- 
moter, 1932 
immunoglobulin x genes, 4041 
inhibitory mutant ras protein, 3235 
interferon, 3065 
interferon-regulated Mx gene, 4524 
« immunoglobulin genes, 930 
mutants, 4342 
keratin 18 gene, 1540 
keratinocytes, 557 
transforming growth factor B, 3088 
K-FGF, 2933 
Ick gene, 3058 
L-factor DNA as a plasmid, 2097 
LINES ONE sequence movement, 4669 
lipoprotein lipase gene expression, 2394 
Ly-5, 4889 
lymphocytes, 1625 
macrophage colony-stimulating factor, 
5035 
major excreted protein, 3316 
major histocompatibility complex class 
II gene 
B lymphocytes, 3975 
major urinary protein expression, 2705 
mammary tumor virus 
glucocorticoid response element re- 
presses transcription, 3872 


ee 
Molecular karyotype ys 
N. crassa, 1469 Pe 
Monkey 
camptothecin, 3026 
= 
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madr gene family, 2770 
metastasis, 2078 
mitochondrial protein synthesis inhibi- 
tors, 3311 
mRNA synthesis, 2117 
»EBP-E binding to immunoglobulin en- 
hancers and promoters, 4972 
Mup promoter-thymidine kinase reporter 
gene, 4821 
muscle creatine kinase gene, 62, 2896 
mutation induction 
N*-aminocytidine-mediated replica- 
tional errors, 347 
Mx gene, 3065, 4524 
Mx” genes, 4518 
c-myb mRNA, 3938 
c-myc antisense transcripts, 3683 
c-myc, 3938, 5545 
myelin-associated glycoprotein, 2655 
NF-«B-binding site in nonlymphoid 
cells, 3526 
oncogenic transformation 
cellular determination, 4322 
p21 GTPase stimulatory factor, 4169 
p53 increases metastasis, 2078 
p56*, 3560, 4353 
p60°*"", 3560 
platelet-derived growth factor, 5052 
polyomavirus middle T antigen, 2309 
pp60°"", 502 
prealbumin gene enhancer, 81 
prion gene complex, 5528 
promoterless thymidine kinase gene, 
3298 
protamine-myc, 1748 
protamine-T-antigen fusion gene, 1748 
protein kiziase C, 5448 
protein kinase C activator, 2247 
pseudogene retroposition and growth 
regulation, 2797 
quail troponin I gene, 5072 
B-raf, 2651 
ras mutant protein, 3235 
K-ras point mutations, 2233 
N-ras point mutations, 2233 
rat myosin light-chain 2 gene, 1006 
recombination 
carcinogen induced, 196 
home!cgy requirements, 5350 
retinoic acid, 3906 
retrovirus SL3-3, 1625 
retrovirus vectors used to tag tumor 
cells, 3143 
ribonucleotide reductase M1, 2698 
ribosomal DNA transcription, 3891 
ribosomal protein S6, 2309 
RNA polymerase II 
carboxyl-terminal domain, 330 
scrapie incubation time, 5528 
sex-limited protein 
hormonal regulation, 2350 
spermatogenic cells, 828 
heat shock proteins, 3260 
stromal cell lines supporting hematopoi- 
etic stem cell proliferation, 3864 
Surfeit locus 
clustered genes, 3898 
SV40 large-T antigen, 1380 
SV40 oncoprotein, 5495 
SV40 small tumor antigen, 3382 
T-cell activation, 4353 
T-cell antigen receptor 
proiein kinase C, 5448 


transmembrane signalling, 5448 
T-cell receptor alpha-chain genes, 5459 
testicular a tubulin 

divergent form, 996 
Thy-1 transcriptional unit, 3847 
thymidine kinase gene, 3298 
thymidine kinase gene expression, 5280 
TIMP gene 

transcription regulatory elements in 

intron, 3227 
TIS gene expression, 4570 
tissue-specific gene expression in hepa- 
tocytes, 3338 
trans-acting fectors, 130 
transformation-defective variant, 4190 
transforming growth factor B, 3088 
transforming growth factors a and B, 
3415 
transthyretin gene enhancer, 81 
troponin I gene, 5072 
TTFI, 3891 
tumorigenesis, 3382 
tyrosine kinase, 5541, 5570 
tyrosine phosphorylation of proteins, 
2214 


U7 small nuclear RNA, 1518 
viral integration site, 301 
VL30 element, 2247 
VL30 retro-element, 2989 
zinc fingers 

multigene family that encodes, 1319 

Mouse mammary tumor virus 
glucocorticoid response element 
represses transcription, 3872 

glycoproteins 

variant mouse lymphoma cell line, 833 
long terminal repeat 

multiple regulatory domains, 473 

mRNA 

3’-end formation 

S. cerevisiae, 1045 
adenovirus region E3, 3291 
androgen-inducible sequences, 2117 
D. discoideum, 1957 
decay rate 

D. discoideum, 4088 
elongation factor Tu 

Friend erythroleukemia cells, 1085 
erythrocyte anion transport proteins, 

4416 


chicken, 4416 
flagellar mRNA 
N. gruberi, 2280 
hv1, 4780 
7-methylguanosine cap, 494 
mouse, 2117 
N. gruberi flagella, 2280 
rat intestinal mucosa, 4243 
S. cerevisiae, 1591 
S. cerevisiae histone H3-H4 loci, 945 
surface protein, 427 
synthesis rates 
mouse kidney, 2117 
T. brucei, 494 
T. thermophila, 4780 
T. thermophila surface protein, 427 
translation, 159i 
poliovirus, 1103 
tubulin 
L. pictus embryo, 3518 
protein synthesis, 3518 
mRNA cap-binding protein elF-4E 
S. cerevisiae CDC33, 3556 
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mRNA function 
leader length, 2737 
secondary structure, 2737 
translation, 2737 
mRNA-decapping enzyme 
S. cerevisiae, 2005 
MRP7 
S. cerevisiae, 3636 
MRPI3 
S. cerevisiae, 3647 
pEBP-E 
binding to immunoglobulin enhancers 
and promoters, 4972 
mouse, 4972 
Multigene families 
mammalian cells, 2149 
replication, 2149 
Mup promoter-thymidine kinase reporter 
gene 
mouse, 4821 
Muscle creatine kinase gene 
enhancer, 62 
mouse, 62, 2896 
regulatory elements, 2896 
MuSVts110 
pre-mRNA splicing, 1558 
Mx 
interferon regulation, 4524 
mouse, 3065, 4518, 4524 
promoter, 3065 
c-myb 
cDNA expression, 884 
Friend murine erythroleukemia cell dif- 
ferentiation, 884 
human neuroblastoma cells, 1677 
c-myb mRNA 
mouse, 3938 
c-myb protein degradation 
heat shock, 2504 
metabolic inhibitors, 2504 
myc 
small-cell lung cancer 
transcriptional regulation, 3373 
B-myc 
rat, 3168 
c-myc 
3T3-LI cells, 1614 
antisense transcripts 
G, progression, 3683 
mouse, 3683 
avian leukosis virus-induced B-cell lym- 
phomas, 2659 
cell differentiation, 1614 
erythroid differentiation, 5545 
G,/G, transition gene expression, 3080 
HL60 cells, 867 
human, 2261, 4389 
human plasma cell myeloma, 124 
interferon resistance, 2828 
mouse, 3938, 5545 
p21 v-ras, SORO 
platelet-derived growth factor, 5080 
polyomavirus middle-T-antigen gene, 
2261 
rat, 441, 2261 
t(6;7) chromosomal translocation, 441 
transcription termination, 4389 
transcriptional regulation, 867 
translocation disrupts regulation, 124 
L-myc 
alternative mRNA processing, 186 
human, 186 
proteins 
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rat fibroblast transformation, 2668 
c-myc mRNA 
human, 1697 
poly(A) loss and degradation, 1697 
stability in cell-free system, 2860 
N-myc 
amplification units, 522 
human neuroblastoma cells, 522 
c-myc protein 
human, 4048 
nuclear translocation signal, 4048 
c-myc protein degradation 
heat shock, 2504 
metabolic inhibitors, 2504 
N-myc:B-galactosidase fusion proteins 
antitransforming activity, 4529 
subnuclear localization, 4529 
Myelin-associated glycoprotein 
mouse brain, 2655 
phosphorylation, 2655 
Myeloid colony-stimulating factor 
tumor necrosis factor, 3432 
Myeloid differentiation 
calcium-binding protein gene expression, 
2402 
human, 2402 
Myoblasts 
rat, 2335 
temperature sensitive for differentiation, 
2335 
Myosin 
D. discoideum, 794 
Myosin light-chain 1/3, gene 
1 kb of sequence 5’ to the start sites, 
1361 
chicken, 1361 
Myosin light-chain 2 gene 
mouse, 1006 
rat, 1006 
Myosin light-chain genes 
C. elegans, 5339 
Myristylation 
lysine 7, 2435 
peor", 4295 
2435 


Naegleria gruberi 
flagellar mRNA, 2280 
NB 
influenza B virus, 1186 
polylactosaminoglycans, 1186 
neo 
human myeloid leukemic blast stem 
cells, 974 
Neoplastic transformation 
pps6, 540 
Nerve growth factor 
chicken, 452 
COS cells, 452 
mainmalian cells, 2456 
rat, 452 
Nerve growth factor receptor gene 
human, 3160 
Nerve growth factor receptors 
human, 2242 
X. laevis, 2242 
Neuroblastoma cells 
human, 522 
N-myc amplification units, 522 


Neuronal cells 
human hypoxanthine-guanine phosphori- 
bosyltransferase gene, 457 
Neuronal differentiation 
B-cell stimulatory factor 2/interleukin 6, 
3546 
PC12 cells, 3546 
Neurospora crassa 
chromosomal DNA, 1469 
con-10, 2411 
cys-14* , 1504 
methylated transforming DNA 
E. coli, 2211 
molecular karyotype, 1469 
nuc-1, 1376 
phosphate permease, 1376 
phosphorus-repressible phosphate per- 
mease, 1376 
sulfur regulatory circuit, 1504 
van, 1376 
Neurotransmitter gene transcriptional regu- 
lation 
cAMP, 4225 
trans-acting factor, 4225 
NF-«B-binding site 
mouse, 3526 
Nicotiana tabacum 
pre-mRNA processing, 2042 
NIH 3T3 cells 
v-fms transformation, 176 
p53 pkosphorylation, 461 
transformation, 704 
ras mutant protein, 3235 
v-src/c-src chimeras, 704 
tyrosine phosphorylation, 176 
1-Nitrosopyrene adducts 
human cells, 3364 
Non-AUG codons 
translation initiation in S. cerevisiae, 
4533 
Nonerythroid a-spectrin genes 
homology among diverse species, | 
Nonessential disulfide bonds 
v-sis protein, 1011 
nuc-1 
N. crassa, 1376 
van, 1376 
Nuclear development 
T. thermophila, 2681 
Nuclear DNA synthesis 
Chinese hamster cells, 1923 
replication forks, 1923 
Nucleosomal templates 
RNA polymerase II preinitiation com- 
plexes, 3114 
transcription initiation, 3114 


Ogura radish 

m‘tochondrial DNA, 1474 
Opsin expression 

rat retina, 1570 
Origin of replication 

SV40 

monkey cells, 903 

Ornithine decarboxylase 

CHO cells, 764 
Orychophragmus violaceus 

pre-mRNA processing, 2042 
Osteogenesis 

fos protein, 2251 

human, 2251 
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otu 
D. melanogaster, 1481 


pl6 
rRNA synthesis, 3406 
p21 GTPase stimulatory factor 
mouse, 4169 
p2l v-ras 
c-fos expression, 5080 
c-myc expression, 5080 
platelet-derived growth factor, 5080 
p2l-ras effector domain mutants 
““cassette’’ mutagenesis, 3565 
— 
myristylation, 3960 
3960 


phosphorylation in normal and SV40- 
transformed NIH 3T3 cells, 461 
transformation 
gene product of mutations, 531 
p53-hsp72/73 (mutant) protein-protein com- 
plexes, 3740 
fer, 259 
human, 259 
ps6 
mouse, 3560 
p60°*’* regulation, 3560 
T-cell activation, 4353 
mouse, 3560 
regulation by carboxy-terminal sequence 
of p56'*, 3560 


myristylation, 3960 
78-kilodalton glucose-regulated protein, 


mouse spermatogenic cells, 828 
p75 
D. melanogaster, 1877 


human, 578 
rat, 578 
pl4s 
human gastric carcinoma tyrosine ki- 
nase, 35_3 
pls neu 
tyrosine phosphorylation, 3969 
Pancreatic islet cells 
glucagon expression, 4877 
Pappillomavirus 
ES transforming protein, 4071 
Paramecium tetraurelia 
teleomere, 251 
telomerelike sequences, 4765 
PC12 cells 
B-cell stimulatory factor 2/interleukin 6, 
3546 


neuronal differentiation, 3546 
Pea chloroplast DNA 

replication origins, 1216 
P-element-induced vg mutants 

D. melanogaster, 1489 
Peptide sequence 

P. falciparum, 1709 


human, 4381 
ras, 2668 

p53 

complexes, 1206 oe 

metastasis, 2078 5 

mouse, 2078 

3 

p60" 

2675 

CEF, 2675 
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respiratory syncytial virus glycoprotein 
G, 1709 


transport to cell surface, 1709 
per clock protein 
D. melanogaster, 5378 
PFY 
Saccharomyces cerevisiae, 5108 
Pheromone arrest 
DAF1, 4675 
S. cerevisiae, 4675 
Phorbol ester 
thyroid cell proliferation 
protein phosphorylation, 2494 
Phorbol tetradecanoate acetate 
c-erbB-2 gene product, 1019 
Phosphate permease 
N. crassa, 1376 
Phosphatidylglycerolphosphate synthase 
expression 
inositol, 4773 
S. cerevisiae, 4773 
Phosphoenolpyruvate carboxykinase gene 
cAMP elements, 3467 
glucocorticoid response elements, 96 
promoter, 3467 
rat, 96 
Phosphoglycerate kinase gene 
demethylation of specific sites, 4692 
human, 4692 
Phospholipid vesicles 
1896 
Phosphorylation 
tyrosine 527 
pp60°*"", 2465 
Phosphotyrosine antibody screening of 
cDNA libraries 


A. sativa, 4840 

phytochrome, 4840 
Physarum polycephalum 

spindle 

B-tubulin, 1275 

Phytochrome 

A. sativa, 4840 

cab transcription, 4840 

phy transcription, 4840 


class I major histocompatibility complex 
gene, 695 
pim-| gene product 
human, 1498 
tyrosine kinase activity, 1498 
Plants 
pre-mRNA processing, 2042 
Plasmid pSR1 
gene conversion, 955 
S. cerevisiae, 955 
Z. rouxii, 955 
Plasmodium falciparum 
merozoite surface antigens, 2664 
peptide sequence transport to cell sur- 
face, 1 
Plastin 
human, 4659 
Platelet tyrosine-specific protein phosphor- 
ylation 
human, 3603 
thrombin, 3603 
Platelet-derived growth factor 
A-chain cDNA and gene, 571 
c-fos, 5052 


c-fos expression, 5080 
homodimer expression 
human fibroblasts, 2753 
rat-1 cells, 2753 
human, 571, 2089, 3476 
c-myc expression, 5080 
NIH 3T3 cells expressing EJ-ras, 5052 
p21 v-ras, 5080 
phosphorylation, 3345 
protein-tyrosine kinase activity, 3345 
receptor, 3476 
anti-peptide antibody, 3696 
signal transduction, 5126 
c-sis, 2089 
v-sis protein, 1011 
tyrosine kinase, 5126 
Platelet-derived growth factor 2 
5’ untranslated sequence, 284 
translational inhibition, 284 
Poliovirus 
HeLa cells, 3175 
mRNA translation, 1103 
transcription inhibition, 3175 
Poly(A) 
human c-myc RNA, 1697 
Poly(A) site downstream elements 
adenovirus E2, 1839 
cleavage activity, 1839 
SV40, 1839 
Polyadenylation site selection 
patterns, 4829 
Polyadenylation-specific 25S ribonucleo- 
protein complex, 2052 
Polyadenylation-specific complexes 
adenovirus type 2, 226 
Polycistronic pre-mRNAs 
T. brucei heat shock, 3837 
Polylactosaminoglycans 
influenza B virus NB, 1186 
Polyomavirus 
BK enhancer, 3448 
DNA replication, 5000 
enhancer core sequences, 1993 
enhancer elements and subelements 
DNA replication, 5000 
human, 3448 
middle T antigen 
S6 phosphorylation, 2309 
middle-T antigen 
pp60°*”* carboxy terminus, 1736 
middle-T-antigen gene 
human c-myc oncogene, 2261 
rat, 2261 
mouse, 2309 
Polytene chromosomes 
D. melanogaster, 1877 
p75, 1877 
Postmeiotic segregation 
S. cerevisiae, 1253 
Potassium transport 
S. cerevisiae, 2848 


neoplastic transformation, 540 


carboxy terminus, 1736 

chicken embryo fibroblasts, 1826 

dog kidney cells, 632 

Madin-Darby canine kidney cells, 632 
mouse brain, 502 

NIH 3T3 cells, 704 

phosphorylation on tyrosine 527, 2465 
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platelet-derived growth factor, 3345 
polyomavirus middle-T antigen, 1736 
protein-tyrosine kinase activity, 3345 
regulation by autophosphorylation site in 
overexpressed protein, 4541 
Ser-17 substitution, 1826 
v-src/c-sre chimeras, 704 
transformation, 704 
chicken embryo lens cells, 1414 
myristylation, 2435 
myristylation in a cell-free system, 4295 
reconstitution into liposomes, 1896 
Prealbumin gene 
mouse, 81 
Pre-mRNA 
HeLa cells, 2884 
primary structure, 2884 
ribonucleoprotein, 2884 
S. cerevisiae, 3755 
spliceosome pathway, 3755 
Pre-mRNA processing 
human growth hormone, 2011 
plants, 2042 
Pre-mRNA splicing 
downstream exon, 860 
B-globin intron, 4484 
human, 860, 4484 
MuSVts110 retrovirus, 1558 
NRK cells, 1558 
Pre-pro-transforming growth factor beta 
CHO cells, 4162 
Pre-tRNA 
S. cerevisiae, 5140 
Prion gene complex 
mouse, 5528 
scrapie incubation time, 5528 
Procyclic acidic repetitive protein gene 
T. brucei, 4055 
Progesterone receptor-binding sites 
chicken vitellogenin II gene, 5323 
Prolactin upstream factor I 
rat, 5432 
Promoter binding 
class III transcription factors, 3017 
Promoter competition 
S. cerevisiae, 4608 
Prostatic phosphotyrosyl phosphatase 
epidermal growth factor receptor, 5477 
human, 5477 
Protamine-myc 
haploid-specific transcription, 1748 
mouse, 1748 
Protamine-T-antigen fusion genes 
haploid-specific transcription, 1748 
mouse, 1748 
Protein antigen 
actin microfilaments, 564 
chicken, 564 
integrin B-chain, 564 
Protein binding 
loop I of U1 small nuclear RNA, 4787 
Protein kinase C 
human ets-2 protein stabilization, 4700 
mouse, 5448 
T-cell antigen receptor 
transmembrane signalling, 5448 
Protein phosphorylation 
epidermal growth factor, 2494 
phorbol ester, 2494 
thyroid cell proliferation, 2494 
thyrotropin, 2494 


mouse, 5541 
tyrosine kinase, 5541 
phy 
| 
TRK1, 2848 
pp5s6'* 
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Protein sorting 

S. cerevisiae vpt mutants, 4936 
Protein synthesis initiation factor eIF-2 

human, 993 

mutant form lacking site of phosphoryla- 

tion by eIF-2 kinases, 993 

Protein tyrosinase kinase 

neoplastic transformation, 540 
Proteinase A propeptide 

S. cerevisiae, 2105 

vacuolar hydrolase, 2105 
Protein-tyrosine kinase activity 

platelet-derived growth factor, 3345 


S. cerevisiae, 4634 

upstream activation site, 4634 
PYR3 

U. maydis, 5417 


Quail ; 
proviral insertional activation of c-erbB, 


DP gene conserved sequences 
protein binding, 2034 
herpes simplex virus, 3272 
intron-dependent and -independent gene 
expression, 4395 
RADI 
recombination, 3619 
S. cerevisiae, 3619 
RAD6 protein 
carboxyl-terminal polyacidic sequence, 
1179 
S. cerevisiae, 1179 


DNA rearrangement, 2651 
mouse, 2651 
Rainbow trout 
metallothionein B gene, 4469 
RAP30/74 
RNA polymerase II initiation factor, 
1602 


RAS 
adenovirus Ela, 2177 
L-myc, 2668 
rat fibroblast transformation, 2668 
c-H-RAS1 
Rat-1 cells, 1460 
H-RAS 
keratoacanthomas, 786 
K-RAS 
point mutations 
clonal murine lymphomas, 2233 
RAS mutation 
CDC25 requirement for growth, 2980 
S. cerevisiae, 2980 
N-RAS 
point mutations 
clonal murine lymphomas, 2233 


ras protein, mutant 
mouse, 3235 
RAS proteins 
adenylate cyclase, 52 
GTP hydrolysis, 2472 
guanine nucleotide exchange, 2472 
S. cerevisiae, 52 
transforming potential, 2472 
RAS-responsive adenylyl cyclase complex 
S. cerevisiae, 2159 
Rat 
adenovirus E1A oncogene, 1756 
adenovirus serotype 5 Ela protein, 3882 
adenovirus type 2 
Ela gene, 2984 
adenovirus type 5 E1A 12S protein, 3191 
a,-acid glycoprotein gene, 42 
beta nerve growth factor, 452 
carboxykinase gene, 96 
cDNA, 4243 
COS-1 cells, 35 
COUP transcription factor, 2070 
cytochrome c promoter elements, 35 
DNA synthesis, 1670 
hypomethylation, 1443 
elastase I enhancer, 893 
y-enteric actin cDNA, 5224 
epidermal growth factor, 2479 


a,-fetoprotein gene, 1398 

c-fos protein, 1670 

c-fos transcriptional activation, 2787 

Fos-related antigen, 2063 

fra-1, 2063 

glucagon expression, 4877 

glucocorticoid response elements 
carboxykinase gene, 96 


glucose transport, 138 

growth, 1756 

growth factor induction, 3191 
GRP78 transcription, 4579 
hepatocyte-stimulating factor, 42 
HSV infection, 1443 


hypomethylation of DNA synthesis after 
HSV infection, 1443 

immortalization of primary epithelial 
cells, 3191 

insulin II gene, 2070 

B, interferon, 42 

interleukin-1, 42 

liver maturation, 203 

malic enzyme gene promoter, 3542 

metastatic potential, 2984 

mRNA, 4243 

B-myc, 3168 

c-myc, 441 

L-myc, 2668 

N-myc:B-galactosidase fusion proteins, 
4529 

myoblasts temperature sensitive for dif- 
ferentiation, 2335 

myosin light-chain 2 gene 

expression in mice, 1006 

nerve growth factor, 452 

opsin expression in retina, 1570 

platelet-derived growth factor homodi- 
mers, 2753 
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polyomavirus middle-T-antigen gene, 
2261 
prolactin upstream factor 1, 5432 


ras, 
c-H-ras1 expression, 1460 
retinoic acid, 1845 
sequence-specific DNA-protein com- 
plexes, 1947 
somatostatin gene, 1947 
src, 138 
SV40 oncoprotein, 5495 
SV40-immortalized hepatocyte lines 
tumorigenicity, 4492 
«(6;7) chromosomal translocation, 441 
transformation, 2668 
transformation assay, 1845 
tray forming growth factor alpha, 2999 
7 forming growth factor beta, 2479 
gene expression, 2479 
¢pomyosin gene splicing, 679 
vafessin mRNA poly(A) tract length 


tumors, 2082 
\ 
(ination 
jogen induced, 196 
\ ho, logy requirements, 5350 
,e, 5350 
e L cells, 196 
S. cerevisiae RADI, 3619 


S. cerevisiae COXSa and COX5b, 4537 
Reovirus 
outer capsid protein o3 
zinc-binding site, 273 
Replication origins 
pea chloroplast DNA, 1216 
Replicon mapping, 1408 
Respiratory syncytial virus glycoprotein G 
P. falciparum 
peptide sequence transport to cell sur- 
face, 1709 


ret 
human ‘“‘finger’’-containing gene, 1853 
Reticuloendotheliosis virus 
chicken 
B-cell isolation, 5358 
long terminal repeat 
DNA binding, 5232 
transcriptional elements, 5232 


S. cerevisiae, 1421 
Retrotransposon Ty3 
homology to animal retroviruses, 5245 
S. cerevisiae, 5245 
Retrovirus 
cDNA gene formation, 2328 
genetic tagging of tumor cells, 3143 


3345 
D. discoideum, 3458 
PUT2 
proline-specific induction, 4634 a 
4868 
troponin I gene in mice, 5059 : 
RIBm Pithelial Cell DY 
B. mori, 114 retrovirus, 1036 Me 
non-long-terminal repeat retrotranspo- v-rel me 
son, 114 B-cell isolation, 5358 
Rabbit chicken, 5358 pe 
DNA replication, 3272 REO! Eye 
SIUCOCOFLICOIG SUPPression © mor cell 
growth, 1449 
glucocorticoids, 203 
B-raf human c-myc oncogene, 2261 ae 
human p92°%", 578 
Retinoblastoma tumors 
human, 2082 
RBI gene, 2082 a 
Retinoic acid 
ERA-1 
homeobox domain, 3906 aS 
mouse, 3906 oS 
; rat embryo fibroblast transformation as- att 
say, 1845 
Retrotransposon Ty 
functional organization, 1421 
protease, 1421 
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hematopoietic stem cell proliferation, 
3864 


human myeloid leukemic blast stem cells 


new genetic material, 974 
mouse, 3143 
neo, 974 
rat epithelial cell immortalization, 1036 
triple-promoter retroviral vectors 
mammalian cell transformation, 1803 
Retrovirus SL3-3 


enhancer-binding proteins in mouse lym- 


phocytes, 1625 
Ribonucleoprotein 
HeLa cells, 2884 
pre-mRNA primary structure, 2884 
Ribonucleoprotein complexes 
L. enriettii, 2597 
trans splicing, 2597 
Ribonucleotide reductase cDNA 
mouse, 2698 
Ribosomal DNA 
enhancers 
X. laevis, 4282 
S. cerevisiae, 4927 
Ribosomal protein S6 
mouse, 2309 
polyomavirus middle T antigen, 2309 
Ribosomal protein S14 
D. melanogaster, 4314 
Ribosomal proteins 
S. cerevisiae, 169 
Ribosome synthesis 
D. melanogaster, 91 
heat shock, 91 
RNA 
7SL component of signal recognition 
particle, 1580 
D. melanogaster Antennapedia gene, 
4143 
double stranded 
binding site in reovirus outer capsid 
protein o3, 273 
polymerase III transcription factor B 
growth-restricted cells, 1001 
reovirus outer capsid protein 03, 273 
Rous sarcoma virus, 4858 
S. pombe, 1580 
splicing, 4143 
splicing and stability, 4858 
S. cerevisiae, 1067 
RNAII protein 
S. cerevisiae spliceosome, 2379 
RNA duplex unwindase 
mammalian cells, 770 
RNA polymerase I 
A. castellanii, 747 
RNA polymerase II 
carboxyl-terminal domain, 321, 330 
D. melanogaster, 321 
human, 3136 
mammalian, 321, 4028 
mouse, 330 
preinitiation complex assembly 
nucleosomal template transcription, 
3114 
RAP30/74, 1602 
S. cerevisiae, 321 
transcription, 4028 
transcription elongation factor SII, 3136 
transcription factor 
HeLa cells, 3175 
poliovirus, 3175 


TFIID, 3175 
Rous sarcoma virus 
chicken 
tyrosine protein kinase, 3035 
myristylation, 2435 
pp60’*’* reconstituted into liposomes, 
1896 
RNA splicing and stability, 4858 
ROX! 
ANB! and CYC7 regulation, 4651 
S. cerevisiae, 4651 
RPA‘0 
S. cerevisiae, 3997 
temperature-sensitive mutations, 3997 
rRNA 
A. castellanii, 1940 
synthesis 
pl6, 3406 
transcription, 1940 
rRNA promoter 
A. castellanii, 747 
RNA polymerase I, 747 
single base substitutions, 747 
transcription initiation factor, 747 


S promoter 
hepatitis B virus, 2449 
Saccharomyces cerevisiae 

2um plasmid, 4949 

ACEI, 2745 

ACP2, 1282 

ADE8 mutations, 1253 

S-adenosyl transferase, 5132 

adenovirus transcriptional regulatory 
regions, 3717 

adenylate cyclase, 52 

adenylate cyclase gene, 5555 

adenylyl cyclase, 2159 

ADRI binding to upstream activating 
sequence of ADH2, 4552 

ADR! transcription factor, 1868 

ADRI transcriptional activator, 2125 

a-factor pheromone, 1309 

a-factor signal sequence mutations, 1915 

a-specific gene control, 309 

aminotriazole resistance, 664 

regulation, 4651 

ARS, 2184 

ATRI, 664 


autonomously replicating sequences, 210 


bent DNA, 2763 
branched-chain amino acid biosynthesis, 
2690 
C. elegans repetitive DNA with ARS 
and segregation function, 875 

calcium-sensitive growth, 3094 
cAMP phosphodiesterase 

low K,,,, 505 
cAMP signal in ras mutants, 3051 
carbon regulation, 3439 
CDC7, 293 
CDC25, 2980 
Cdc28 protein kinase, 2976 
CDC33, 3556 
cell cycle kinetics, 4675 
cell-type-specific genes, 551 
cellular protein inactivation, 2638 
centromere DNA 

chromosome VI, 2523 
chromosome III, 595 
chromosome VI 

centromere DNA, 2523 
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chromosome maintenance, 2184 
chromosome rearrangements 
direction by his? recombinational sub- 
strates, 4370 
CKAI, 4981 
clustered meiotic exchanges, 595 
cob gene, 2562 
constitutive binding factor, 5299 
COXSa, 4537 
COXSb, 4537 
upstream activation sequence 2, 647 
CYC7 regulation, 4651 
cytochrome c gene activation sites, 2275 
DAF1, 4675 
DNA-binding factors, 210 
enzyme inactivation, 2647 
ESP1, 5386 
FLP protein-promoted site-specific re- 
combination 
Holliday intermediates, 3784 
reaction by-products, 3784 
G protein 
a subunit gene, 2484 
GAL3, 3439 
GALI1 protein, 4991 
GCN2 protein kinase, 2132 
GCN3, 4808 
GCN4, 2132 
GCN4 mRNA 
translational control, 3827 
upstream open reading frames, 5439 
gene conversion, 2442 
gene expression, 2572 
glucose-induced cAMP signal in ras mu- 
tants, 3051 
GPAI, 3777 
HAP2, 4537 
HAP3, 655 
heat shock, 5555 
heat shock factor binding, 5040 
heme, 4537 
heteroduplex DNA, 5292 
HIS4 translation initiation, 2955 
HIS4 translation initiator region, 2964 
histone RNA, 945 
HMGI-like protein, 1282 
HO-induced chromosomal breaks, 3918 
hsp58, 371 
hsp70 transcription mutants, 3423 
3-hydroxy-3-methylglutaryl coenzyme A 
reductase, 3797 
inositol, 4773 
intron 5 
cob gene, 2562 
iso-l-cytochrome c gene, 1045 
karyoskeletal protein-enriched fractions 
thermal stabilization, 4573 
L2 ribosomal protein genes 
gene disruption, 4792 
LEU3 activates multiple genes, 2690 
M, Virus replication 
mak suppression by L-A dsRNA vari- 
ant, 93 
MAL63, 1027 
MAL64-C, 1027 
maltose fermentative enzymes, 1027 
mating, 1309 
mating defects, 822 
mating factor signaling pathway, 3777 
mating pheromone signaling, 2484 
mating type switching 
physical monitoring, 2342 
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mating-factor signaling pathway, 5410 
meiosis, 293 
membrane translocation, 1915 
metallothionein gene regulation, 2745 
mitosis, 293 
mRNA 3’-end formation, 1045 
mRNA cap-binding protein elF-4E, 3556 
mRNA structures, 1591 
mRNA-decapping enzyme, 2005 
MRP7, 3636 
MRP!13, 3647 
multistress resistance, 5555 
PFY, 5108 
pheromone arrest, 4675 
phosphatidylglycerolphosphate synthase 
expression, 4773 
plasmid pSR1, 955 
postmeiotic segregation frequency, 1253 
potassium transport, 2848 
pre-mRNA commitment in the spliceo- 
some pathway, 3755 
pre-tRNA processing, 5140 
promoter competition, 4608 
promoters, 4217 
protein decay, 169 
protein similar to galactokinases, 3439 
protein sorting, 4936 
proteinase A propeptide, 2105 
PUT2 upstream activation site, 4634 
RADI 
recombination, 3619 
RAD6 protein, 1179 
ras mutants, 3051 
RAS mutation, 2980 
RAS proteins, 52 
RAS-responsive adenylyl cyclase com- 
plex, 2159 
recombination hotspots, 1253 
REO1, 4537 
replication enhancer, 2763 
ribosomal DNA, 4927 
ribosomal protein accumulation, 169 
RNA&B, 1067 
RNAI! protein, 2379 
RNA polymerase I subunit gene, 3997 
RNA polymerase II 
carboxyl-terminal domain, 321 
ROX1, 4651 
RPA190 
temperature-sensitive mutations, 3997 
SAM2, 5132 
SECI18 gene product, 4098 
secretion machinery, 4098 
SGP2, 5410 
silencers, 210, 5086 
size control, 4675 
small nuclear RNAs, 3282 
SNR, 3282 
snRNAs, 3150 
spindle pole duplication, 5386 
spliceosome, 2379 
spore wall maturation, 912 
sporulation. 5166 
SPS100, 912 
SPT3, 822 
SRAS, 505 
STE7, S51 
STEi/, 
STE12, 551 
STE genes, 3777 
STE-responsive element, 2545 
STP1, 5140 
SUP4(G37), 5140 


SUP4-0, 978 
SUPS53 tRNA gene transcript processing, 
361 
TCM1 transcriptional activation, 4328 
TDH3 
chromatin structure, 5513 
telomere-associated sequences, 2257 
telomeres, 210, 5086 
telomeric DNA processing, 4642 
TMP! 
periodic transcription, 4616 
trans-acting factor, 2572 
transcription, 2184 
transcription-translation regulation, 2132 
translation, 1591 
translation initiation by non-AUG co- 
dons, 4533 
trifluoperazine resistance gene 
calcium-sensitive growth, 3094 
F,F, ATP synthase, 3094 
TRK1, 2848 
B-tubulin 
carboxy-terminal deletion, 2730 
Ty 
functional organization, 1421 
protease, 1421 
transposition, 3571 
Tyl, 1432 
cell-type-specific responsive ele- 
ment, 5299 
Tyl sequence responsive to STE, 2545 
Ty3, 5245 
Ty elements 
meiotic recombination, 2942 
Ty inserted into adenylate cyclase gene, 
5555 
Ty-adjacnt gene expression, 4009 
Ty-mediated enhancement of gene 
expression, 2572 
UASg,; elements, 3439 
UBI4, 1132 
upstream activating sequences, 210, 5086 
upstream open reading frames, 5439 
vacuolar hydrolase, 2105 
vacuolar hydrolase mutants, 4936 
Z. reuxii plasmid pSR1, 955 
SAM2 
S-adenosyl transferase, 5132 
S. cerevisiae, 5132 
Satellite DNA 
tk gene expression 
mouse, 1336 
Schistosoma mansoni 
developmentally regulated transcripts, 
4745 
eggshell (chorion) protein gene family, 
3008 


Schizosaccharomyces pombe 
centromeric DNA, 754 
RNA homologous to the 7SL component 
of signal recognition particle, 1580 
U2 small nuclear RNA, 5575 
Scrapie 
incubation time, 5528 
mouse, 5528 
prion gene complex, 5528 
Sea urchin 
histone gene regulation 
X. laevis oocytes, 1236 
U7 small nuclear RNA, 1076 
SECI8 
S. cerevisiae, 4098 
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Sex-limited protein 
mouse, 2350 
SGP2 
mating-factor signaling pathway, 5410 
S. cerevisiae, 5410 
Signal transduction 
platelet-derived growth factor receptor, 
$126 
tyrosine kinase, 5126 
Silencers 
S. cerevisiae, 5086 
telomeres, 5086 
upstream activating sequences, 5086 
Simian virus 40 
72-Base-pair repeat, 1509 
camptothecin, 3026 
capture of nuclear sequence-specific 
DNA-binding proteins, 982 
DNA breakage, 3026 
DNA replication, 1509 
entry into polarized epithelial cells, 3391 
iarge-T-antigen-transforming and origin- 
binding functions, 1380 
major late promoter, 2021 
monkey, 2428, 3026 
mouse, 1380 
mutagenesis in mitomycin C-treated 
monkey cells, 3943 
oncoprotein 
nuclear targeting, 5495 
origin of DNA replication 
monkey cells, 903 
poly(A) site downstream elements 
cleavage activity, 1839 
polyadenylation site selection, 4829 
repl. ation, 515 
replication of UV-damaged DNA in 
mammalian cells, 2428 
small tumor antigen 
tumorigenesis in transgenic mice, 3382 
sma'l-t antigen pre-mRNA splicing, 3582 
SRa promoter, 466 
synthetic peptide nuclear transport sig- 
nals, 2722 
T antigen 
DNA binding, 1648 
trans activation of type | interferon 
promoters, 3397 
topoisomerase, 515 
Simian virus 40-immortalized hepatocyte 
cell lines 
tumorigenicity, 4492 
c-sis 
human, 2089 
overexpression, 2089 
platelet-derived growth factor 2, 2089 
v-sis protein 
nonessential disulfide bonds, 10!i 
platelet-derived growth factor B chain, 
1011 
c-sis/platelet-derived growth factor 2 
translational inhibitor, 284 
Skeletal actin promoter 
chicken, 1800 
DNA-binding site, 1800 
Skeletal a-actin gene 
promoter, 4587 
Skeletal myosin alkali light-chain gene 
chicken, 2581 
upstream regulatory region, 2581 
Small nuclear RNA 
loop I 
protein binding, 4787 
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mouse, 1518 
U7, 1518 
Small nuclear RNAs 
S. cerevisiae, 3150 
S. cerevisiae SNR, 3282 
Small-cell lung cancer 
myc gene family 
transcriptional regulation, 3373 
Smail-t antigen pre-mRNA 
splicing, 3582 
SV40, 3582 
a-Smooth muscle actin gene core promoter 
chicken, 241 
SNR 
S. cerevisiae, 3282 
Somatostatin gene 
rat, 1947 
sequence-specific DNA-protein com- 
plexes, 1947 
Soybean 
Gmhsp26-A, 1113 
SP1 
adenovirus major late promoter tran- 
scription factor, 2628 
CAAT-binding factor, 2628 
y-fibrinogen promoter, 2628 
a-Spectrin genes 
homology among diverse species, 1 
Spindle pole duplication 
ESP1, 5386 
S. cerevisiae, 5386 
Spleen necrosis virus 
cDNA gene formation, 2328 
Splice sites 
k-immunoglobulin precursor mRNA, 


RNAI! protein, 2379 

S. cerevisiae, 2379 
Spliceosome gels, 814 
Spores 

S. cerevisiae, 912 

SPS100, 912 

wall maturation, 912 
Sporulation 

S. cerevisiae, 5166 
SPS100 

S. cerevisiae, 912 

spore wall maturation, 912 
SPT3 

mating defects, 822 

S. cerevisiae, 822 
SRAS 

cAMP phosphodiesterase 

low K,,,, 505 

S. cerevisiae, 505 
SRa promoter, 466 
src 

chicken, 138 

glucose transport, 138 

rat, 138 
v-sre 

lymphoid specificity, 234 

tyrosine kinase region, 234 
v-src/c-src chimeras 

NIH 3T3 cells, 704 

pp60°°”* transformation, 704 
sry h-l 

D. melanogaster, 4459 
STE 

cell-type-specific genes, 551 

S. cerevisiae, 551 


STE genes 
GPAI, 3777 
mating factor signaling pathway, 3777 
S. cerevisiae, 3777 
STPI 
S. cerevisiae, 5140 
Strongylocentrotus purpuratus 
late histone subtype H1-B gene, 1842 
Sulfur regulatory circuit 
cys-14*, 1504 
N. crassa, 1504 
SUP4(G37) 
S. cerevisiae, 5140 
SUP4-0 
S. cerevisiae, 978 
spontaneous mutations, 978 
SUP53 tRNA gene transcripts 
S. cerevisiae, 361 
Surface protein 
mRNA stability, 427 
T. thermophila, 427 
Surface protein gene family 
T. thermophila, 5043 
Surfeit locus 
clustered genes, 3898 
mouse, 3898 
Synthetic peptide nuclear transport signals, 
2722 


t(6;7) chromosomal translocation 
c-myc breakpoint clustering, 441 
rat immunocytomas, 441 

T antigen 
DNA binding, 1648 
SV40, 1648 

Tagging of tumor cells 
mouse, 3143 
retrovirus vectors, 3143 

TATA box-dependent protein-DNA inter- 

actions 

D. melanogaster 
heat shock promoter, 3204 
histone gene promoter, 3204 

Tcl 
C. elegans, 737 

T-cell activation 
mouse, 4353 
4353 

T-cell activation signals 
mouse granulocyte-macrophage colony- 

stimulating factor gene, 5581 

T-cell antigen receptor 
mouse, 5448 
transmembrane signailing 

protein kinase C, 5448 

T-cell receptor alpha-chain genes 
mouse, 5459 

TCMI 
S. cerevisiae, 4328 
transcriptional activation, 4328 

TDH3 
chromatin structure, 5513 
S. cerevisiae, 5513 

Telomcre-associated sequences 
S. cerevisiae, 2257 

Telomerelike sequences 
P. tetraurelia, 4765 

Telomeres 
P. tetraurelia, 251 
S. cerevisiae, 210, 5086 
silencers, 5086 
upstream activating sequences, 5086 
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Telomeric DNA processing 
S. cerevisiae, 4642 
Testicular a tubulin 
divergent form, 996 
mouse, 996 
12-O-Tetradecanoylphorbol-13-acetate 
mouse, 2247 
myeloid colony-stimulating factor 
expression, 3432 
VL30, 2247 
Tetrahymena malaccensis 
mitochondrial DNA telomeric repeats 
multimodal distribution, 4450 
Tetrahymena thermophila 
cell cycle, 2681 
cilia regeneration, 2681 
cytoplasmic exchange, 2681 
DNA deletion junctions, 3947 
hsp58, 371 
hv1, 4780 
mRNA, 427, 4780 
nuclear development, 2681 
surface protein, 427 
surface protein gene family 
rearrangements during development, 
5043 
transformation with hypermethylated 
rRNA genes, 1664 
TFIID, 4028 
HeLa cells, 3175 
poliovirus, 3175 
RNA polymerase II transcription factor, 
3175 
Thermoresistance 
hsp68, 5486 
mouse plasmacytomas, 5486 
Thrombin 
human platelets, 3603 
tyrosine-specific protein phosphoryla- 
tion, 3603 
Thy-1 
mouse, 3847 
Thy-1 glycoprotein 
glycolipid anchors, 674 
Thymidine kinase 
human, 1551 
Thymidine kinase gene 
insertional activation of promoterless 
gene, 3298 
mouse, 3298 
Thyroid cell proliferation 
epidermal growth factor, 2494 
phorbol ester, 2494 
protein phosphorylation, 2494 
thyrotropin, 2494 
Thyrotropin 
thyroid cell proliferation 
protein phosphorylation, 2494 
TIMP gene 
mouse, 3227 
transcription regulatory elements in in- 
tron, 3227 
TIS gene expression 
mouse, 4570 
tk 
mouse, 5280 
T-lymphocyte activation 
4F2HC gene, 3809, 3820 
human, 3809, 3820 
TMPI 
periodic transcription, 4616 
S. cerevisiae, 4616 
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Topoisomerase 
SV40 replication, 515 
Topoisomerase Ii 
chicken, 3661 
DNase hypersensitivity, 3661 
trans splicing 
L. enriettii, 2597 
ribonucleoprotein complexes, 2597 
T. equiperdum, 1352 
trans-acting factor 
a-actin genes, 4120 
neurotransmitter gene transcription regu- 
lation, 4225 
trans-activating element 
HIV-1 and HIV-2, 2555 
Transcriptica 
adenovirus Ella late promoter, 1906 
Transcription elongation factor SII 
RNA polymerase II, 3136 
Transcription factor 
human KB cell mitochondria, 3496 
Transcription factor TFIIIA 
X. laevis, 1684 
Transcription factors 
adenovirus E4, 1290 
human, 3017 
promoter binding, 3018 
Transcription initiation 
human, 5549 
transforming growth factor alpha pro- 
moter, 5549 
Transcription initiation factor 
A. castellanii, 747 
Transcription termination 
chicken, 5369 
B"-globin gene, 5369 
c-myc gene, 4389 
Transformation 
assay, 1845 
gene product that forms an hsc70-p53 
complex, 531 
mink mutant cells, 2419 
p53, 531 
pp56'*, 540 
rat, 1845 
retinoic acid, 1845 
Transformation-defective mouse cell vari- 
ant, 4190 
Transforming growth factor a 
chicken, 1970 
epidermal growth factor, 1970 
hvinan, 5549 
mouse, 1970 
mouse fetus, 3415 
mutation, 1247 
structure-function analysis, 2999 
transcription initiation, 5549 
Transforming growth factor B 
fibronectin binding, 4234 
human, 4234 
mouse fetus, 3415 
mouse keratinocytes, 3088 
rat, 2479 
transin gene expression, 2479 
Transin gene expression 
epidermal growth factor, 2479 
rat, 2479 
transforming growth factor beta, 2479 
Translation 
mRNA structures, 1591 
S. cerevisiae, 1591 
Translation termination 


triosephosphate isomerase mRNA degra- 


dation, 802 

Translocation 

c-myc regulation, 124 
trans-splicing reaction 

group II intron domain 5, 2361 
Transthyretin gene 

mouse, 81 
Trifluoperazine resistance gene 

calcium-sensitive growth, 3094 

F,F, ATP synthase, 3094 

S. cerevisiae, 3094 
Triosephosphate isomerase 

human, 802 

mRNA degradation, 802 
TRKI 

potassium transport, 2848 

S. cerevisiae, 2848 
tRNAUR, amber suppressors 

C. elegans, 3627 
tRNA“ genes 

Bombyx genome, 5504 
tRNA“ gene 


32 
D. melanogaster, 3322, 3332 
genes, 3322 
Tropomyosin II gene 
D. melanogaster, 3591 
a-Tropomyosin 


gene 
alternative splicing, 679 
rat, 679 
Tropomyosin isoform 
Lewis lung carcinoma cells, 3934 
Tropomyosin isoform 3 
human fibroblasts, 160 
Troponin I gene 
inouse, 5072 
quail, 5072 
Troponin complex gene expression 
myogenesis, 4134 
quail, 4134 
Trypanosoma brucei 
actin gene, 2166 
cytochrome c expression, 4625 
heat shock, 3837 
7-methylguanosine, 494 
miniexon-derived RNA cap, 494 
mitochondrial transcripts, 1259 
mRNA cap, 494 
polycistronic pre-mRNAs, 3837 
procyclic acidic repetitive protein gene, 
4055 
uridine addition, 1259 
variant cell surface glycoprotein gene 
1.8, 854 
variant-specific antigen gene, 2367 
Trypanosoma equiperdum 
trans splicing, 1352 
TTFI 
mouse ribosomal DNA transcription, 
3891 
Tubulin 
L. pictus embryo, 3518 
protein synthesis, 3518 
8-Tubulins 
carboxy-terminal deletion, 2730 
mRNA, 1224 
nucleotides specifying autoregulation, 
1224 
P. polycephalum spindle, 1275 
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S. cerevisiae, 2730 
Tumor cell tagging 
mouse, 3143 
retrovirus, 3143 
Tumor necrosis factor 
bovine endothelial cells, 5588 
cycloheximide, 3432 
human endothelial cells, 5588 
human myogenesis, 2295 
myeloid colony-stimulating factor 
expression, 3432 
12-O-tetradecanoylphorbol 13-acetate, 
3432 


thrombomodule gene transcription, 5588 
Tumor promoter phorbol ester 
epidermal growth factor receptor, 2302 
mitogenic blocks, 2302 
Ty 
adenylate cyclase gene, 5555 
adjacent gene expression, 4009 
functional organization, 1421 
gene expression, 2572 
protease, 1421 
S. cerevisiae, 1421, 2572, 3571, 4009, 
5555 
trans-acting factor, 2572 
transposition, 3571 
Tyl 
constitutive binding factor, 5299 
S. cerevisiae, 1432, 2545, 5299 
STE-responsive element, 2545 
Ty3 
to animal retroviruses, 5245 
S. cerevisiae, 5245 
Ty elements 
meiotic recombination, 2942 
S. cerevisiae, 2942 
Type 1 transforming growth factor B pre- 
cursor 
CHO cells, 2229 
glycosylation, 2229 
phosphorylation, 2229 
Tyrosine kinase 
colony-stimulating factor 1, 1795 
erbB-2, 5570 
mouse, 5541, 5570 
mouse macrophage cell line, 1795 
phosphotyrosine antibody screening of 
cDNA libraries, 5541 
platelet-derived growth factor receptor, 
5126 
signal transduction, 5126 
Tyrosine kinase gene 
eph, 3770 
Tyrosine kinase region 
v-abl, 234 
lymphoid specifici:y, 234 
v-src, 234 
Tyrosine phosphorylation 
v-fms transformation, 176 
mouse proteins, 2214 
p1gs-"*", 3969 
Tyrosine protein kinase 
chicken, 3035 
Tyrosine-specific protein phosphorylation 
human platelets, 3603 
thrombin, 3603 


U1 small nuclear ribonucleoprotein parti- 
cles 
gel electrophoretic isolation of splicing 
complexes containing, 814 


3) 
D. melanogaster, 4441 bak 
transcription, 4441 
tRNAT* 
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U2 small nuclear RNA 
adenovirus type 12 infection, 1863 
fission yeasts and mammals, 5575 
fragile site, 1863 
human, 1863 
S. pombe, 5575 
U4 small nuclear RNA, 5566 
U7 small nuclear RNA 
mouse, 1518 
sea urchin, 1076 
UAS,g,) elements 
S. cerevisiae, 3439 
UBI4 
S. cerevisiae, 1132 
stress regulation, 1132 
Ubiquitin genes 
D. melanogaster, 4727 
Upstream activating sequences 
S. cerevisiae, 210, 5086 
silencers, 5086 
telomeres, 5086 
Upstream activation sequence 2 
CYCI, 647 
S. cerevisiae, 647 
Upstream activation site 
S. cerevisiae PUT2, 4634 
Upstream open reading frames 
S. cerevisiae GCN4 mRNA, 5439 
Upstream promoter sequence 
Ad2, 105 
binding factors, 105 
DNA affinity labeling, 105 
Urechis caupo 
core histone gene tandem repeat, 4425 
Uridine addition 
T. brucei mitochondrial transcripts, 1259 
Ustilago maydis 
autonomously replicating sequence, 3703 
PYR3, 5417 
UVB radiation 
African green monkey kidney cells, 5425 


Vacuolar hydrolase 
proteinase A propeptide, 2105 


S. cerevisiae, 2105 
S. cerevisiae mutanis, 4936 
van 
N. crassa, 1376 
nuc-1, 1376 
Variant cell surface glycoprotein gene 1.8 
T. brucei, 854 
Variant-specific antigen gene 
T. brucei, 2367 
VARNAI gene 
adenovirus type 2, 1147 
Vasopressin mRNA poly(A) tract 
length modulation, 2267 
rat, 2267 
v-erbA 
avian erythroblastosis virus, 4510 
functional domains, 4510 
Vesicular stomatitis virus 
glycoprotein transport 
altered cytoplasmic domains, 2869 
Viral integration site 
AKXD murine myeloid tumor, 301 
Evi-1, 301 
Vitellogenin II gene 
chicken, 5323 
estrogen receptor-binding sites, 5323 
progesteron receptor-binding sites, 5323 
Vitellogenin upstream region 
chicken, 4557 
nuclear factor binding, 4557 
VL30 element 
epidermal growth factor, 2247 
mouse, 2247 
protein kinase C activator, 2247 
transcriptional regulation, 2247 
VL30 retro-element 
mouse, 2989 
nucleotide sequence, 2989 


Wheat-germ extracts 
cis effects of c-myc mRNA 5’ region, 
2875 
Wolffish (A. lupus) 
antifreeze protein genes, 3670 
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X-CGD gene 
expression during HL-60 differentiation, 
2804 


Xenopus laevis 
5S RNA genes 
expression, 4257 
transcriptional efficiency in an oocyte 
$150 extract, 5056 
B1-Alu expression 
pathway, 4433 
cis effects of c-myc mRNA 5’ region, 
2875 
DNA replication, 1301 
B-globin gene activation, 1301 
histone gene promoters, 3676 
histone genes, 1236 
hsp58, 371 
human nerve growth factor receptors, 
2242 
mitochondrial DNA 
transcription, 2917 
mitochondrial RNA polymerase, 2910 
ribosomal DNA enhancers, 4282 
sea urchin histone genes, 1236 
transcription factor TFIIIA, 1684 


Yarrowia lipolytica 
alkaline extracellular protease 
precursors and secretion, 4904 
YP1 gene expression 
D. melanogaster, 4756 


Zea mays 
hsp58, 371 
zeste 
D. melanogaster, 615 
DNA binding, 615 
Zinc fingers 
mouse gene family, 1319 
Zinc-binding site 
reovirus outer capsid protein 03, 273 
Zygosaccharomyces rouxii 
plasmid pSR1, 955 
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